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Objectives and background: More than 40 gene variants were associated with the coronary artery disease (CAD) in genome-wide association studies (GWAS). We aimed to examine in the Central European population possible associations of 10 selected single nucleotide polymorphisms (SNPs) previously identified by GWAS with the angiographic severity of CAD. 
Methods: We included 173 consecutive patients (61% men, mean age 64±17 years) who underwent selective coronary angiography. To express the angiographic CAD severity Gensini score (GS) was calculated. The following SNPs were determined by high-resolution melting method: ANRIL (rs4977574), SORT1 (rs599839), LDLR (rs1122608), ABO (rs579459), ADAMTS7 (rs4380028), LPA (rs10455872), LIPA (rs1412444), MRPS6 (rs9982601), MIA3 (rs17465637), and PHACTR1 (rs12526453). Results: 58% of 173 subjects had at least one significant (>50%) coronary artery stenosis (angioCAD+). ANRIL rs4977574 was associated with a 9 points higher GS per risk G-allele (95% CI: 2.1-15.7, p=0.011) and PHACTR1 rs12526453 with an 8 points higher GS per risk C-allele (95% CI: 0.1-16.1, p=0.048) in age-, sex- and risk factor-adjusted additive genetic model. Odds ratio for presence of angio CAD+ was 2.13 (95% CI: 1.28-3.57, p=0.003) per G-allele of ANRIL rs4977574 A/G. ABO rs579459 was borderline associated with an increased prevalence of myocardial infarction per C-allele (OR 1.76, 95% CI: 1.04-3.00, p=0.034) in age- and sex-adjusted model. 
Conclusions: In our pilot study in the Slovakian population, the ANRIL (9p21) and PHACTR1 variants were associated with the angiographic severity of coronary artery disease independently of the traditional risk factors. 
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